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REFERENCE 
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source 



BOVHERB 893 bp DNA MAM 

f°* ^ aurus (Hereford strain) DNA fragment. 

Lie. i I Z 5 

L27725.1 GI:443748 



25-NOV-1994 



L to x°"£nair D ^ ru3 ,strain Here£ocd ' »itoc h „„ dri o„ 

Mitochondrion Bos taurus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrate- p„f 6 i aftof • 

1 (bases 1 to 893) 

^n^.^ 9 ^-' t'^ey.D.G. , Sharp,P.M. and 

Evidence for two independent domestications of cattle 
Proc. Natl. Acad. Sci . U.S.A. 91 (7), 2757-2761 (1994) 



94195822 



292 



Location/Qualifiers 
1. .893 

/organism="Bos taurus" 
/organelle="mitochondrion" 
/strain=" Hereford" 
/db_xref="taxon: 9913" 
/sex="male" 
a 216 c .125 g 260 t 



BASE COUNT 
ORIGIN 

1 tagttccata aatacaaaga gecttatcag tattaaattt atcaaaaatc ccaataactc 

12 "f Cagaat "gcacccta accaaatatt acaaacacca ctagctaaca taacacgccc 

181 SaaacSa TJ't^t a " acctac 9 caaggggtaa tgtacataac attaatg^aa 

241 ttalnn+nt atatgtatat ^acattaa attatatgee ecatgeatat aagcaagtac 

301 aalttalitr l^T taatacatat aattattgac tgtacatagt acatta?gtc 

301 aaattcattc ttgatagtat atctattata tattccttac cattagatca cgagcttaat 

421 rT»tl 9 , CC t Cgtgaaacca ^aacccgct aggcagggat ccctc?tctc gctccgggcc 
421 cataaaccgt gggggtcget atccaatgaa ttttaccagg catctggttc tttct?cagq 
481 gccatctcat etaaaaeggt ccattctttc ctcttaaata agaca?ctcg atggactaa? 
601 I?? 5 cccatgctca cacataactg tgctgtcata catttggta? ttttSa?" 
601 tgggggatgc ttggactcag ctatggccgt caaaggccct gacccggagc atctattata 
721 g aafrt ^ aC ^ catctt gagcaccagc ataatgataa gcatggaclt tacagtcS? 
7oj g Jl^ C gga Ca ^ aaattat attatatatc ccccccttca taaaaatttc cccc£taaat 
841 a C , C acttttaaca gacttttccc tagatactta tttaaatttt tcacgctttc 

841 aatactcaat ttagcactcc aaacaaagtc aatatataaa cgcaggcccc ccc 
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□ 1: L27712 Bos taurus (Aberdeen Angus strain) DNA 
fragment 



PubMed, Related Sequences, Taxonomy 
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BOVANGA 924 bp DNA MAM 

Bos taurus (Aberdeen Angus strain) DNA fragment. 

L27712 

L27712.1 GI:443737 



25-NOV-1994 



Mitochondrion Bos taurus (strain Aberdeen Angus, organelle 
Mitochondrion Bos taurus) Male DNA. 
Mitochondrion Bos taurus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
Mammalia; Eutheria; Cetartiodactyla; Ruminantia; Pecora; Bovoidea; 
Bovidae ; Bovinae ; Bos . 
1 (bases 1 to 924) 

Loftus,R.T., MacHugh, D. E . , Bradley, D. G. , Sharp, P.M. and 
Cunningham, P. 

Evidence for two independent domestications of cattle 
Proc. Natl. Acad. Sci. U.S.A. 91 (7), 2757-2761 (1994) 
94195822 

Location/Qualifiers 
1..924 

/organism="Bos taurus" 
/organelle="mitochondrion" 
/strain= "Aberdeen Angus" 
/db_xref="taxon: 9913" 
/sex="Male" 
a 224 c 127 g 270 t 



303 



BASE COUNT 
ORIGIN 

1 atttaaacta ttccctgaac actattaata tagttccata aatacaaaga gccttatcag 
61 tattaaattt atcaaaaatc ccaataactc aacacagaat ttgcacccta accaaatatt 
121 acaaacacca ctagctaaca taacacgccc atacacagac cacagaatga attacctacg 
181 caaggggtaa tgtacataac attaatgtaa taaagacata atatgtatat agtacattaa 
241 attatatgcc ccatgcatat aagcaagtac atgacctcta tagcagtaca taatacatat 
301 aattattgac tgtacatagt acattatgtc aaattcattc ttgatagtat atctattata 
361 tattccttac cattagatca cgagcttaat taccatgccg cgtgaaacca gcaacccgct 
421 aggcagggat ccctcttctc gctccgggcc cataaaccgt gggggtcgct atccaatgaa 
481 ttttaccagg catctggttc tttcttcagg gccatctcat ctaaaacggt ccattctttc 
541 ctcttaaata agacatctcg atggactaat ggctaatcag cccatgctca cacataactg 
601 tgctgtcata catttggtat ttttttattt tgggggatgc ttggactcag ctatggccgt 
661 caaaggccct gacccggagc atctattgta gctggactta actgcatctt gagcaccagc 
721 ataatgataa gcatgggcat tacagtcaat ggtcacagga cataaattat attatatatc 
781 cccccttcat aaaaattccc cccttaaata tctaccacca cttttaacag acttttccct 
841 agatacttat ttaaattttt cacgctttca atactcaatt tagcactcca aacaaagtca 
901 atatataaac gcaggccccc cccc 
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